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How to Run 2P2IINSPECTOR 
 

Using a 4 letter PDB code :  

 

 

❶ Enter a valid PDB code 

❷ Select two Chains in contact 

❸ Enter a Job Title (optional)  

❹ Run 2P2IINSPECTOR 
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Compute Protein-Protein Interface Parameters 
Using a PDB File from a local Directory:  

 

 

❶ Upload a PDB File 

❷ Select two Chains in contact 

❸ Enter a Job Title (optional)  

❹ Run 2P2IINSPECTOR 

 

(To see an example simply tick the 1BXL example box  and run 2P2IINSPECTOR 



2P2IINSPECTOR : Help File 

 2P2IINSPECTOR (http://2p2idb.cnrs-mrs.fr)   3 

 

2P2IINSPECTOR Results 

 
 

❶ Job Title 

❷ PDB Code or PDB Filename 

❸ ❹ Show detailed properties for chain A or B 

❺ Visualize complex using Jmol applet and customized menus  

❻ Download Results (2P2Iinspector-results.tgz)  

❼ Result table for global interface parameters 

❽ Open popup menus with list of contacts, hydrogen bonds or salt bridges 

❾ Open a popup menu with parameter definitions 
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Detailed Properties (by Chain) 
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Detailed Properties (by Chain) 
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List of Parameters and Jmol Help File 

 

 
 

 


